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Fig. 2A 




Fig. 2B 



DHA sequence 613 b.p. ttctagataacg . . .AAGAAGCTTGGG linear 

86/1 116/11 

r r r r r r r r r r r r r r r r r r — w 

1M/»1 17t/31 

.« ,CC Ot. jee «, .U M» TO ctt «M go. „, »te ,c, „» w 

gaa at* gag get ctg aag gea gge ggt gga gga gaa ttc CCT CGT TCG GAA GGC GCA TCT 
Z*. BALKA GQ GG2 FA R 3BOAs 

a«s/«i ass/71 

OCT COT OCT TCG CTC AAT CCG TTC AAG ACT ACC GTT GAA GAG GCG CTT TCT CCT GGT TGG 
326/81 355/91 

AA " AGC GGT ACA GGT ACA GAG GAC OCT ACT AAG AAA GAG GTT CCT CTG GGG GTG 
386/101 416/111 

GCG GCA GAT GCT AAC AAA CTG GGT ACT ATC GCA CTC AAA CCC GAT CCT GCT GAT GOT ACT 
•46/121 476/131 

GCA GAT ATC ACT TTG ACT TTC ACT ATG GGC GGT GCA GGA CCG AAG AAT AAA GGG AAA ATT 
A D 1 * L * * TMGGAG P X vzaxi 
506/141 53S/15a 

ATT ACC CTG ACT COT ACT GCA GCT GAT GGT CTC TGG AAG TGC ACC ACT GAT CAG GAT GAG 
Srt/Ifil LTRTAADGtlWKC T3DQDB 
CAG TTT ATT CCG AAA GGT TGC TCT AGG 
QPIPKGCSR 



Fig. 3 A 



D» ••OUtoC. 613 b.p. ttctagataacg ... AAGAAGCTTGGG linear 

86/1 



116/11 

r» r r r • r r r r rrrr r r r r r r r ~ 

gtt tot get etc gaa aaa gag gtc agt get etg gaa aa- gag gtg tea gec tt« aaa aa- 



aos/4i „ t - x 

gaa gta tea gca ctt gag aag ggc ggt gga gga gaa tte OCT CGT TCG gaa GGC gca tct 

hs/Bl - GGGG BFARSEGAS 
366/61 296/71 

GCT CTT GCT TCG GTC AAT CCG TTG AAG ACT ACC GTT GAA GAG GCG CTT TCT COT GGT TGG 

326/fll * SVNPLKTTVB EALSR GW 
326/81 356/91 

AGC GTG AAG AGC OCT ACA GGT ACA GAG GAC GCT ACT AAG AAA GAG GTT CCT CTG GGG GTG 

3*86/101* 8 ° * ° T E D A 16/ L K * * - * <■ <» v 

GCG OCA GAT GCT AAC AAA CTG GGT ACT ATC GCA CTC AAA CCC GAT CCT GCT GAT GOT ACT 
446/121 476/131 

OCA SAT ATC ACT TTG ACT TTC ACT ATG GGC GGT GCA GGA CCG AAG AAT AAA GGC AAA ATT 
MUX* L/ A 51 ° P X " K ° * 1 

ATT ACC CTG ACT COT ACT GCA GCT GAT GGT CTC TGG AAG TGC ACC AGT GAT CAG GAT GAG 
«6/Ll 

CAG TTT ATT CCG AAA GGT TGC TCT AGG 



Fig. 3B 



DNA sequence 631 b.p. ttctagataacg ... AGCAAGCTTGGG linear 



86/1 116/11 

907 etc gag c&o cat cat cac cat ggt ggt ggt ggc gag att 9a? ges etc aag get gaa 
ALBBHHHHGGGGEIBALKAB 
146/21 176/31 

ate gaa gee eta aag gee gag ata gaa gca ett aag gca gag ate gag geg eta aaa gcg 
I B . A L X A S ZEALKAEZSALKA 
206/41 236/51 

gaa ata gag get ctg aag gca ggc ggt gga gga gaa ttc GCA CGC GCT CAC CTT AGC GAA 
SIBAZ.KAGGGGEFABAQLSE 
266/61 296/71 

CGC ATG ACC CTG GCC ACT GGT CTC AAG ACG AAA GTG AGC GAT ATC TTC TCT CAG GAT OGG 
RKTLASGLKTKV3DZFSQDC 
326/81 356/91 

TCC TGC CCG GCT AAT ACT GCT GCC ACG GCA GGC ATC GAG AAA GAT ACC GAC ATC AAC GGC 
S .CPAMTAATAGZBKDTDIHG 
386/101 416/111 

AAG TAT GTT GCC AAG GTA ACA ACT GGT? CGC ACC GCA GCT GCG TCT GGT GGT TGC ACT ATC 



506/1*1 536/151 

ACT CTA GGA AAT GCT GAC AAG GGT TCT TAC ACT TGC GCC TGT ACT TCC AAC GCA GAT AAC 

TX.GMADKGSYTWACTSNADN 

566/161 596/171 

AAG TAC CTG CCA AAA ACC TGC CAG ACT GCT ACC ACT ACC ACT CCG 

XYtPKTCQTATTTTP 

Fig. 4A 

631 b.p. ttctagataacg ... AGCAAGCTTGGG linear 
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Fig. 4B 



DBA saquanc* 610 b.p. 



ttctagataacg ... CGAAAGCTTQGG UnMZ 



86/1 116/11 

geg etc gag eac cat eat eac cat ggt ggt ggt age gag att gag gec etc aag get gaa 
A&SHHHHHGGGGBIEALXAS 
146/21 176/31 

ate gaa gec eta aag gee gag &ta gaa gca ctt aag gca gag ate gag gcg eta aaa geg 
X B A I> X A 2 I E A L K A E X B A Z> X A 
206/41 236/51 

gaa ata gag get ctg aag gca ggc ggr. gga gga gaa ttc GCG CGT TCG GAA GGT OCT TCG 
BIBALRAGGGGEFARSZGAS 
266/61 296/71 

GCG CTG GCG ACG ATC AAC CCO CTG AAG ACC ACT 3TT GAA GAG TCG CTG TCG CGT GGA ATT 
ALATINPLXTTVEBSLSRCI 
326/81 356/91 

GCT GGT AOC AAA ATT AAA ATT GGT ACT ACT OCT TCT ACT GCG ACC GAA ACA TAT GCC GGC 
AGSXIXIGTTASTATETYAG 
386/101 416/111 

GTC GAG CCO GAT GCC AAC AAG TTC GGT GTA ATT GCT GTA GCA ATC GAA GAT ACT GOT GCG 
VXPDANK&GVXAVAXBDSGA 
446/121 476/131 

GGT GAT ATT ACC TTT ACC TTC CAG ACT GGT ACC TCT ACT CCC AAG AAT GCT ACT AAA GTT 
GDITFTFQTGTS3PKNATXV 
506/141 536/151 

ATC ACT CTG AAC CGT ACT GCG GAT GGG GTC TGG GCT TCT AAA TCT ACC CAG GAT CCG ATG 

ITI.NRTADGVWACXSTQDPK 

566/161 

TTC ACT CCG AAA GGT TCT GAT AAC 



Fig. 5A 



OKA saquonca 610 b.p. ttctagataaeg ... CGAAAGCTTGGG linaax 

8«A 116/11 

gcg etc gag cae cat cat cac eat ggt ggt ggt ggc gag gta tee get tta gag aaa gaa 
AL. •8 HHHHHGGGGEVSALB7B 
146/21 176/31 

gtt tet get etc gaa aaa gag gtc agt get ctg gaa aaa gag gtg tea gee ttg gaa aag 
VS 'AXtBXBVSALEXBVSAXiBK 
206/41 236/51 

gaa gta tea gea ctt gag aag ggc ggt gga gga gaa ttc GCG CGT TCG GAA GGT GCT TCG 
BVS- AliBXOGOGBPARSBGAS 
266/61 296/71 

GCG CTG GCG ACQ ATC AAC CCG CTG AAG ACC ACT GTT GAA GAG TCG CTG TCG CGT GGA ATT 
ALATIKPX.BTTVBBSI.SRGI 
326/81 356/91 

GCT GGT AOC AAA ATT AAA ATT GGT ACT ACT GCT TCT ACT GCG ACC GAA ACA TAT GCC GGC 
A G S X I KIGTTASTATBTYAG 
386/101 416/111 

GTC GAG CCG GAT GCC AAC AAG TTG GOT GTA ATT GCT GTA OCA ATC CAA CAT ACT GGT GCG 
VSPDANXZ.GVIAVAIBDSGA 
446/121 476/131 

GGT GAT ATT ACC TTT ACC TTC CAG ACT GGT ACC TCT AGT CCC AAG AAT GCT ACT AAA GTT 
GDITFTFQTGTSSPKNATXV 
506/141 536/151 

ATC ACT CTG AAC CGT ACT GCG GAT GGG GTC TGG GCT TGT AAA TCT ACC CAG GAT CCG ATG 

ITliMRTADGVKACKSTQDPM 

566/161 

TTC ACT CCG AAA GGT TCT GAT AAC 



Fig. 5B 
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